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SEQ ID NO: 1 

GCTCGCGAATGTAGCAGGCGCCCCAAGCTCGGTCCTCAAGAAGCCATGGCGG 

AATCCAGGGGCCGTCTGTACCTTTGGATGTGCTTGGCTGCTGCGCTGGCATC 

TTTCCTGATGGGATTTATGGTGGGCTGGTTTATTAAGCCTCTCAAAGAAACA 

ACCACTTCTGTGCGCTATCATCAAAGTATACGGTGGAAACTGGTATCCGAAA 

TGAAAGCTGAAAACATCAAATCATTTCTTCGTTCTTTTACAAAGCTTCCTCA 

TCTGGCAGGAACAGAACAAAATTTCTTGCTTGCCAAGAAAATCCAAACCCAG 

TGGAAGAAATTTGGACTAGATTCAGCCAAGTTGGTTCATTATGATGTCCTCT 

TATCTTACCCCAATGAGACAAATGCCAACTATATATCGATTGTGGATGAACA 

TGAAACTGAGATTTTCAAAACATCATACCTTGAACCACCACCAGATGGCTAT 

GAGAATGTTAGAAATATTGTGCCACCATATAATGCTTTCTCAGCCCAAGGCA 

TGCCAGAGGGAGATCTTGTATATGTGAACTATGCTCGCACTGAAGACTTTTT 

CAAACTAGAAAGAGAGATGGGCATCAACTGTACTGGGAAGATTGTTATTGCA 

AGATATGGAAAAATCTTCAGAGGAAATAAAGTTAAAAATGCCATGTTAGCAG 

GAGCCATAGGAATCATCTTGTACTCAGATCCAGCTGACTACTTTGCTCCTGA 

GGTACAGCCATATCCCAAAGGATGGAATCTTCCTGGAACTGCAGCCCAGAGA 

GGAAATGTGTTAAATTTGAATGGTGCTGGTGAC CCACT CACT CCAGGCTAT C 

CAGCAAAAGAATACACTTTCAGACTTGATGTTGAAGAAGGAGTGGGAATCCC 

CCGAATACCTGTACATCCCATTGGATATAATGATGCAGAAATATTATTACGC 

TACTTGGGAGGAATTGCTCCACCAGATAAGAGTTGGAAGGGAGCCCTTAATG 

TGAGTTATAGTATCGGACCTGGCTTTACAGGGAGTGATTCTTTCAGGAAGGT 

TAGAATGCATGTTTATAACATCAATAAAATTACAAGGATTTACAATGTAGTT 

GGAACTATCAGAGGAT CTGTGGAACCTGACAGGTATGTTATT CTGGGAGGT C 

ACCGGGACTCCTGGGTATTTGGAGCTATTGACCCAACCAGTGGGGTTGCTGT 

TTTGCAAGAAATTGCCCGGAGTTTTGGAAAACTGATGAGTAAAGGCTGGAGA 

CCTAGAAGAACTATCATTTTTGCCAGCTGGGATGCAGAAGAATTTGGACTTC 

TGGGTTCCACAGAATGGGCTGAGGAGAATGTCAAAATACTCCAGGAGAGAAG 

CATTGCTTATATCAACTCGGATTCATCTATAGAAGGCAATTATACTCTCAGA 

GTTGACTGTACTCCCCTTCTTTACCAATTAGTGTATAAACTGACAAAAGAGA 

TCCCCAGCCCTGATGATGGGTTTGAGAGTAAATCACTGTATGAAAGCTGGTT 



WO 2005/040402 PCT/EP2004/011402 

-2/3- 

GGAAAAAGACCCTTCACCTGAAAATAAAAATTTGCCTAGAATCAATAAGCTG 
GGATCTGGAAGTGACTTTGAAGCTTATTTTCAGAGACTTGGAATTGCTTCAG 
GCAGAGCCCGTTACACTAAGAATAAGAAAACAGATAAGTACAGCAGCTACCC 
AGTGTACCACACAATTTATGAGACATTTGAATTGGTAGAGAAATTTTATGAC 
CCCACATTTAAAAAACAACTTTCTGTGGCTCAATTACGAGGAGCACTGGTAT 
ATGAGCTTGTGGATTCTAAAATCATTCCTTTTAATATTCAAGACTATGCAGA 
AGCTTTGAAAAACTATGCAGCAAGTATCTATAATCTATCTAAGAAACATGAT 
CAACAATTAACAGACCATGGAGTATCATTTGACTCCTTATTTTCTGCTGTGA 
AAAACTTCT CAGAGG CTGCTT CAGATTTT CATAAACGACTTAT ACAAGTTGA 
TCTTAACAATCCCATTGCAGTGAGAATGATGAATGACCAACTGATGCTCCTG 
GAAAGAGCATTCATCGATCCTCTTGGTTTACCAGGAAAGCTGTTCTATAGGC 
ACATCATATTTGCTCCAAGTAGCCACAACAAATATGCTGGAGAATCATTTCC 
TGGAATCTATGATGCTATCTTTGATATTGAAAATAAAGCCAACTCTCGTTTG 
GCCTGGAAAGAAGTAAAGAAACATATTTCTATTGCAGCTTTTACAATTCAAG 
CAGCAGCAGGAACTCTGAAAGAAGTATTATAGAAGGTCTCAAGTGGCTAGCC 
ATTAAAGGTGTTGCTAAAAGTCTGAGGATAA2\ATTCACCTTTCTGATAACTT 
ATGAAGCCAGGGTGTTCTAAACTCTTTTCATGTCATGTTTTGATTATAGGCT 
TTGGTCTTTTCATCTGCAAAGCCTTTTTTTTTTTTGCTCTTTAAAAGTTAAT 
AATTATATTAGCAAAGTGTTAATCTAATGAAGTAAAAAACTCCTGTGTGGCA 
GAAAGT AAAAGAAAATT C C CT AAATTAT AGGAAGGAACATGAATT CT CAGAC 
ATTGTGAGTGTGGGAATGTAAAATGGTAAAATCACTTTTGAAAACAGTTTGG 
CAGTTTCCTATAAAGTTAAACATACACTTTTACTTTAGGACTCCAGAATTCC 
ACTTCTAGTTATTTATTCAAGAGAAGGAAAAACAATGATCACAGCAATACTT 
GTATGCATGTTCATTGCAACTTAAAAGCGTAAAAACCCCAAATGTCCATCCA 
CAGACGAATGTATAAACTGTGGTATCCATTACACAATAGACTACTTACTACT 
CAGCAATAAAAATGAAGTAACTTTCAATAAATGCAATATTATTGGCAGACAT 
TGTTGAAGGAAAAAAGCCAGACAAACAACTACATAAAATATGTTTCTATTTA 
GATGAAGTGGCAAACTAATCTGTAGTGTTAAAAATTAGATTAGTGATTGCCT 
GGGCCAAGTGGCAGGTTGGGGAGGATGGCTGCAAAGAAGTATGAGGAAACTT 
T CTCCAATAGATGAGAATTTT CCGTAT CTTGAT CTGAGTGGCAAATTGTAAA 
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CTTAAAATATATATAAAATTTATTGAAAGAAAATTAAGCCTCAATAAACGTG 
ATTATAAAAAAAAAAAAAAAAAGGGCGGCCGC 

SEQ ID NO: 2 

MAESRGRLYLWMCIAAAIASFLMGFIWGWFIKPLKETTTSVRYHQSIRWKLV 
SEMKAENIKSFLRSFTKLPHLAGTEQNFLLAKKIQTQWKKFGLDSAKLVHYD 
VLLS YPNETNANYI S I VDEHETE I FKTS YLE PPPDGYENVTNI VPPYNAFSA 
QGMPEGDLVYVNYARTEDFFKLEREMGINCTGKIVIARYGKIFRGNKVKNAM 
LAGAIGIILYSDPADYFAPEVQPYPKGWNLPGTAAQRGNVLNLNGAGDPLTP 
GYPAKE YT FRLD VE EGVG I PR I PVH P I GYNDAE I LLR YLGG I AP PDKS WKGA 
LNVSYSIGPGFTGSDSFRKVRMHVYNINKITRIYNVVGTIRGSVEPDRYVIL 
GGHRDSWVFGAIDPTSGVAVLQE I ARS FGKLMSKGWRPRRT 1 1 FASWDAEE F 
GLLGSTEWAEENVKI LQERS I AY INSDS S I EGNYTLRVD CT PLLYQL VYKLT 
KEIPSPDDGFESKSLYESWLEKDPSPENKNLPRINKLGSGSDFEAYFQRLGI 
AS GRARYT KNKKTD KYS SYPVYHT I YETFELVEKFYDPTFKKQLS VAQLRGA 
LVYELVDSKIIPFNIQDYAEALKNYAASIYNLSKKHDQQLTDHGVSFDSLFS 
AVKNFS E AASD FHKRL I QVDLNNP I AVRMMNDQLMLLERAF I D PLGL PGKL F 
YRHI I FAP S SHNKYAGES F PG I YDAI FDI ENKANSRLAWKEVKKHI S IAAFT 
I QAAAGTLKE VL 

SEQ ID NO: 3 

5 * -gccgtctgtacctttggatg-3 1 
Fie. 4 

SEQ ID NO: 4 

5 ' -agcccaccataaatcccatc-3 1 



Fig^S 

SEQ ID NO: 5 

5 ' -ctgctgcgctggcatctttcct-3 ' 



